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catecholamines 585-592 

thyroid hormones 585-592 
Hyperthyroidism 

glucose metabolism 565-575, 577-584, 585-592 
Hypophysectony 

protein E synthesis 717-725 
Hypothalamus 

oestrogen-receptor-binding inhibitor 241-243 
Hypothyroidism 

glucose metabolism 565-575, 577-584, 585-592 


Ileum 
phosphatidylinositol metabolism 669-676 
Insulin 
blood glucose turnover 577-584 
casein turnover 837-845 
degradation 249-251 
lactation 421-427 
lactose synthesis 287-294 
pregnancy 421-427 
semisynthetic 249-256 
Insulin receptors 
adipose tissue 421-427 
lactation 421-427 
pregnancy 421-427 
Intestine 
uridine kinase development 771-778 
see also Small intestine 
Ionophore A23187 
phosphatidylinositol metabolism 661-668 
Ions 
membrane permeability 555-563 
transport 223-229 
Iron 
uptake and metabolism by liver 117-125 
Iron-ethylenediaminetetra-acetate 
hydroxyl radical production 625-628 
Iron-—quinone complex 
electron-transfer component 515-523 
Iron-sulphur centres 
Photosystem I 861-865 
Iron transport 
placenta 763-769 
Islets 
glucose metabolism 797-802 
hydroxyl radicals 17-25 
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3-Isobutyl-1-methylxanthine 

adipocyte development 509-514 

cyclic AMP 641-649 
Isobutyraldoxime O-methyl ether 

valine catabolite 609-611 
Isobutyronitrile 

valine catabolite 609-611 
Isoepoxydon 

patulin biosynthesis 445-453 
Isoprenaline 

cyclic AMP 641-649 

lipoprotein lipase 253-255 
Isoproterenol, see isoprenaline 


Japanese quail (Coturnix coturnix japonica) 
cholecalciferol metabolism 745-750 


Ketogenesis 
inhibition 789-796 
Ketohypoglycin, see Methylenecylopropylpyruvate 
Kidney 
conenzyme A 95-103 
glutamine transport 295-300 
ion transport 223-229 
Kidney cells, see BHK cells 
Kidney cortex 
ion transport 223-229 
nucleotide compartmentation 767-686 
renin release 301-309 
RNA synthesis 677-686 
Kidney medulla 
phospholipase A, 821-825 
prostaglandin biosynthesis 821-825 


Lacrimal gland 

phosphatidylinositol metabolism 669-676 
Lachrymal gland, see lacrimal gland 
Lactation 

insulin receptors 421-427 

litter size 287-294 

malnutrition 287-294 

oestradiol 127-131 

progesterone receptors 127-131 
Lactose 

synthesis 287-294 

transport 687-696 
Lactose permease 

Escherichia coli 687-696 
Lateral basal membrane 

glycoproteins 203-212, 213-221 
Lectin 

chick-embryo development 33-38 

lymphocyte activation 237-239 

RCAI 33-38 
Lectins 

protein-synthesis inhibition 633-635 
Lettrée cells 

fraction 165-171, 173-180 
Leucine 

oxidation 353-360 
Leucocytes 

N-formyl-L-methionine deformylase 885-887 

see also Neutrophils 
Lipid environment 

adenosine triphosphatase 637-640 
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Lipogenesis 


pyruvate kinase biosynthesis 383-397 


Lipoprotein lipase 


adenosine 253-255 
cardiac arrest and pacing 253-255 
glucagon 253-255 
heparin 253-255 
isoprenaline 253-255 
lactation 421-427 
pregnancy 421-427 
propranolol 253-255 

Lipoprotein receptor 
cholesterogenesis 803-809 

Litter size 
lactose synthesis 287-294 

Liver 
alanine-glyoxylate aminotransferase 877-879 
bilirubin 881-884 
cholecalciferol metabolism 745-750 
coenzyme A 95-102 
cytochrome P-450 development 233-235 
dihydroxyacetone phosphate acyltransferase 751-762 
fatty acid oxidation 593-598, 779-788 
gluconeogenesis 565-575, 593-598 
glutathione distribution 103-108 
glycerol phosphate acyltransferase 751-762 
glycogenesis 565-575 
haem-haemopexin interaction with 47-54 
iron uptake and metabolism 117-125 
lipogenesis 383-397 
lysosomal phospholipases 599-606 
microsomal mono-oxygenases 317-327 
N-Oxidation of NN-dimethylaniline 109-116 
protein synthesis 651-654 
pyruvate kinase biosynthesis 383-397 
RNA synthesis 677-686 
serine—pyruvate aminotransferase 877-879 
substrate cycles 621-624 
thyroid-hormone receptors 371-375, 377-382 


Liver cells 


fB-N-acetylglucosaminidase endocytosis 245-247, 329- 
335 

amino acid transport 697-705 

dihydroxyacetone phosphate aceyltransferase 751- 
762 

gluconeogenesis 789-796 

glutathione content 103-108 

glycerol phosphate acyltransferase 751-762 

glycogen synthesis 727-734 

ketogenesis 789-796 

lysosomal-enzyme endocytosis 245-247, 329-335 

3-O-methyl-p-glucose transport 503-508 

phosphatidylinositol metabolism 661-668 

thyroid hormones 473-491 


Lymphocytes 


amino acid transport 27-32, 237-239 
protein phosphorylation 525-536, 537-546 


Lysosomal enzymes 


endocytosis 329-335 
mucolipidosis 245-247 


Lysosomes 


acid phosphatase release 301-309 
phospholipases 599-606 








Lysyl hydroxylase 
collagen biosynthesis 311-316 


Macrophages 

Collagen biosynthesis 311-316 

heparin degradation 189-193 
Malnutrition 

lactose synthesis 287-294 
Mammary explants 

casein turnover 837-845 
Mammary gland 

lactose synthesis 287-294 

oestradiol 127-131 

progesterone receptors 127-131 
a-Mannosidase 

endocytosis 329-335 
Mast cells 

collagen biosynthesis 311-316 

heparin--protein complex 189-193 
Membrane 

microheterogeneity 165-171, 173-180 
Membrane, brush-border, see Brush-border membrane 
Membrane, endoplasmic-reticulum, see Endoplasmic 

reticulum 
Membrane, erythrocyte, see Erythrocyte membrane 
Membrane, Escherichia coli, see Escherichia coli mem- 
brane 

Membrane, Golgi, see Golgi membrane 
Membrane, lateral basal, see Lateral basal membrane 
Membrane, microsomal, see Microsomal membrane 
Membrane, microvillus, see Microvillus membrane 
Membrane, mitochondrial, see Mitochondrial membrane 
Membrane, plasma, see Plasma membrane 
Membrane, villus-cell, see Villus-cell membrane 
Membrane vesicles 

brush border 223-229, 295-300 

Escherichia coli 687-696 

lipid 149-156 

plasma 473-491 
Membranes 

fractionation 157-164, 165-171, 173-180 
Mersalyl 

calcium ion efflux 455-464 
Mesitylenecarboxylic acid 617-619 
Messenger ribonucleic acid 

procollagen 81-93 
Methacryladoxime O-methyl ether 

valine metabolite 609-611 
Methacrylonitrile 

valine catabolite 609-611 
Methionine 

ethylene biosynthesis 827-826 
Methylenecyclopropylpyruvate 

gluconeogenesis inhibition 789-796 

ketogenesis inhibition 789-796 
3-O-Methyl-p-glucose 

transport 503-508 
Methylotrophic bacteria 

Pseudomonas AM1_ 71-79 
4-Methyl-2-oxopentanoate 

oxidation 353-360 
4-Methylthio-2-oxobutanoate 

methionine metabolite 827-836 
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Microsomal fraction 
adenosine triphosphatase 637-640 
dihydroxyacetone phosphate acyltransferase 
glycerol phosphate acyltransferase 751-762 
mono-oxygenases 317-329 
N-oxidation of NN-dimethylaniline 109-116 
protein synthesis 651-654 
Microsomal membrane 
adenosine triphosphatase 637-640 
phospholipids 599-606 
Microtubules 
villus-cell polarization 213-221 
Microvillus membrane 
glycoproteins 203-212, 213-221 
Mitochondria 
adeniosine triphosphatase 617-619 
alanine-glyoxylate aminotransferase 877-879 
calcium ion efflux 455-464 
cyanide-insensitive respiration 437-443 
dihydroxyacetone phosphate acyltransferase 751-762 
glycerol phosphate acyltransferase 751-762 
a-glycerophosphate dehydrogenase 371-375, 377-382 
4-methyl-2-oxopentanoate oxidation 353-360 
palmitoyl-L-carnitine hydrolase 347-351 
palmitoyl-coenzyme A hydrolase 347-351 
protein synthesis 195-202 
proton translocation 149-156 
serine-pyruvate aminotransferase 877-879 
terminal oxidases 11-15 
transmembrane Ayy+ generation 133-147 
Mitochondrial membrane 
fractionation and_ purification 157-164, 165-171, 
173-180 
proton translocation 133-147 
Mitogens 
lymphocyte activation 27-32, 237-239 
Momordica charantia, see Bitter pear melon 
Moniliella tomentosa 
respiration 437-443 
Mono-oxygenases 
induction by xenobiotics 317-327 
Monosaccharide 
transport 503-508 
Moraxella sp. 
volatile catabolites 609-611 
Mouse embryo 
fibroblasts 157-164 
Mucolipidosis 
B-N-acetylglucosaminidase 245-247 
Mucor racemosus 
germination 547-554 
Miillerian duct 
development 257-269, 271-286 
Muscle, heart, see Heart muscle 
Muscle, skeletal, see Skeletal muscle 
Muscle, smooth, see Smooth muscle 
Myosin 
synthesis 867-874 


751-762 


Nafenopin 
fatty acid oxidation 779-788 
Neoplastic tissues 
cyclic AMP 641-649 
polyamines 641-649 
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Neoplastic tissues—cont. 
uridine kinase 771-778 
Neutrophils 
adenosine triphosphatase 655-660 
cytochrome b 181-188 
N-formyl-L-methionine deformylase 885-887 
plasma-membrane phosphorylation 655-660 
p-Nitrophenol uridine diphosphate glucuronyltransferase 
secretin 881-884 
Noradrenaline 
cyclic AMP 641-649 
glucose metabolism 585-592 
Nuclear envelope 
nucleoside triphosphatase 811-819 
Nuclear receptors 
thyroid hormone 371-375, 377-382 
Nucleo-cytoplasmic transport 
ribonucleoprotein 811-819 
Nucleoside triphosphatase 
ribonucleoprotein transport 811-819 


Obese mice 

substrate cycles 621-624 
Oestradiol 

progesterone receptors 127-131 
Oestrogen 

chick Miillerian-duct development 257-269, 271-286 

cholecalciferol metabolism 745-750 
Oestrogen receptor 

binding 241-243 

inhibitor 241-243 

uterine 241-243 


Opthalmic acid 

insulin degradation 249-251 
Orotate 

RNA synthesis 677-686 
Orotic acid 


cholesterogenesis 803-809 
fatty acid synthesis 803-809 
Oxidase 
microbicidal 181-188 
respiratory 437-443 
terminal 11-15 
Oxidative phosphorylation 
cytochrome c oxidase 133-147, 149-156 


Paimitoyl-L-carnitine hydrolase 
brown adipose tissue 347-351 
Palmitoyl-coenzyme A 
dihydroxyacetone phosphate acyltransferase 751-762 
glycerol phosphate acyltransferase 751-762 
Palmitoyl-coenzyme A hydrolase 
brown adipose tissue 347-351 
Pancreas 
alloxan-diabetes 17-25 
glucose metabolism 797-802 
hydroxyl radicals 17-25 
phosphatidylinositol metabolism 669-676 
proteinase inhibitor 249-251 
Pantothenate 
coenzyme A precursor 95-102 
Parotid gland 
phosphatidylinositol metabolism 669-676 
Patulin 
biosynthesis 445-453 
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Penicillium urticae 

patulin biosynthesis 445-453 
Peroxisomes 

fatty acyl-coenzyme A oxidase 779-788 
pH 

amino acid transport 697-705 
pH gradient 

lactose transport 687-696 
Phosphatidylinositol 

calcium ion mobilization 661-668, 669-676 

hydrolysis 599-606 

metabolism 661-668, 669-676 
Phosphodiesterase 

new 39-45 

polyamines 641-649 
Phospholipase A, 

activation 821-825 
Phospholipases 

lysosomal 599-606 
Phospholipids 

adenosine triphosphatase 637-640 

hydrolysis 599-606 
Phosphoprotein intermediate 

adenosine triphosphatase 655-660 
Phosphorylation 

plasma membrane 655-660 

protein 525-536, 537-546 
Photosynthesis 

Chlorogloea fritschii (blue-green alga) 861-865 

Rhodopseudomonas viridis 515-523 
Photosynthetic bacteria 

Rhodopseudomonas viridis 515-523 
Photosystem I 

iron-sulphur centres 861-865 
Phytohaemagglutinin 

lymphocyte activation 27-32 

protein-synthesis inhibition 633-635 
Phytolacca americana, see Pokeweed 
Pituitary gland 

prolactin 735-743 

somatotropin 735-743 
Placenta 

ferritin 763-769 
Plasma 

vitamin D and metabolites 55-69 
Plasma membrane 

amino acid transport 697-705 

cytochrome b 181-188 

fractionation and purification 157-164, 155-171, 

173-180 

3-O-methyl-p-glucose transport 503-508 

phosphorylation 655-660 

protein kinase 525-536 

protein phosphorylation 537-546 

thyroid-hormone uptake 473-491 
Platelets 

N-formyl-L-methionine deformylase 885-887 

secretion in 413-419 
Pokeweed (Phytolacca americana) 

lectin 633-635 


Polyamines 
cyclic AMP 641-649 
Poly(ethylene glycol) 


cell fusion 555-563 
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Potassium ions 
adenosine triphosphatase 637-640 
Pregnancy 
fatty acid synthesis 421-427 
insulin receptors 421-427 
progesterone 421-427 
prolactin 421-427 
Procollagen 
biosynthesis 81-93 
Progesterone 
lactation 421-427 
pregnancy 421-427 
Progesterone receptors 
mammary gland 127-131 
oestradiol 127-131 
Prolactin 
biosynthesis and degradation 735-743 
casein turnover 837-845 
lactation 421-427 
pregnancy 421-427 
Prolyl hydroxylase 
collagen biosynthesis 311-316 
Propranolol 
lipoprotein lipase 253-255 
Prostaglandin 
biosynthesis 821-825 
Prostaglandin E, 
cyclic AMP 641-649 
Protease, see Proteinase 
Protein 
competitive binding assays 55-69 
degradation 735-743, 837-845, 847-859 
glycosylation 629-631, 837-845 
haemopexin 47-54 
phosphorylation 525-536, 537-546 
turnover 407-412 
Protein biosynthesis 
adrenal cytosol 717-725 
Esherichia colimembrane 407-412 
inhibitors 633-635 
mammary explants 837-845 
mitochondrial 195-202 
pituitary gland 735-743 
skeletal muscle 867-874 
tendon 81-93 
tri-iodothyronine 651-654 
Protein E 
synthesis 717-725 
Protein kinase 
distribution and characterization 525-536 
Proteinase 
Saccharomyces cerevisia 195-202 
Proteinase inhibitor 
bovine pancreatic 249-251 
Proteins 
cyclic AMP-binding 547-554 
Proteoglycan 
calcium ions 399-406 
Proton translocation 
cytochrome c oxidase-containing vesicles 149-156 
mitochondrial membrane 133-147 
Pseudomonas AM1_ 71-79 
Protonmotive force 
lactose transport 687-696 
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Proximal tubule 

ion transport 223-229 
Pseudomonas AM1 

ATP synthesis 71-79 
cytrochromec 71-79 
electron transport 71-79 
growth conditions 71-79 
proton translocation 71-79 
Putrescine 

cyclic AMP 641-649 
Pyruvate kinase 

biosynthesis 383-397 


Receptors 

thyroid hormone 371-375, 377-382 
Red blood cells, see Erythrocytes 
Redox potentials 


electron acceptors in Rhodopseudomonas viridis 515- 


523 

Renin granules 

isolation and properties 301-309 
Respiration 

Acanthamoeba castellanii 11-15 

ferrocyanide 133-147 

Moniliella tomentosa 437-443 

pancreatic islets 797-802 
Respiratory chain 

proton translocation 149-156 
Rhodopseudomonas viridis 

photosynthetic reaction centre 515-523 
Ribonuclease A 

glycosylation of 629-631 
Ribonucleic acid 

chain elongation 257-269, 271-286 

chain initiation 257-269, 271-286 

synthesis 677-686 
Ribonucleic acid, messenger, see Messenger ribonucleic 

acid 

Ribonucleoprotein 

transport 811-819 
Ribonucleoprotein particle 

47S 493-502 
Ribosomes 

abnomal assembly 493-502 
Ricinus communis, see Castor bean 
Rutilus rutilus 

lectins 633-635 


Saccharomyces cerevisiae 
mitochondrial protein synthesis 195-202 
mitochondrial proteinases 195-202 
Salicylhydroxamic acid 
respiratory inhibitor 11-15 
Secretin 
bilirubin UDP-glycosyltransferase 881-884 
Serine 
transport 697-705 
Serine—pyruvate aminotransferase 
distribution in liver 877-879 
Skeletal muscle 
adenylate deaminase 361-366 
4-methyl-2-oxopentanoate oxidation 353-360 
protein synthesis 867-874 
substrate cycles 621-624 
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Skin 
collagen biosynthesis 
Small intestine 
glycoproteins 
Smooth muscle 
phosphatidylinositol metabolism 669-676 
Somatotropin 


337-345 


203-212, 213-221 


biosynthesis 735-743 
Spermidine 

cyclic AMP 641-649 
Spermine 

cyclic AMP 641-649 
Spleen 


RNA synthesis 677-686 


Sporangiospores 


Mucor racemosus 547-554 

Sodium ions 
amino acid transport 237-239, 697-705 
transport 223-229 

Starvation 


blood glucose metabolism 565-575, 577-584, 585-592 
dihydroxyacetone phosphate acyltransferase 751-762 
fatty acid oxidation 593-598 
gluconeogenesis 593-598 
glycerol phosphate acyltransferase 751-762 
uridine kinase 771-778 
Streptozotocin-diabetes 
blood glucose turnover 577-584 
glycogen synthesis 727-734 
Submitochondrial particles 
cyanide-insensitive respiration 437-443 
protein synthesis 195-202 
Substrate cycles 
liver 621-624 
muscle 621-624 
obese mice 621-624 
Sulphate ions 
transport 223-229 
Superoxide dismutase 
alloxan cytotoxicity 17-25 
pancreatic islet cells 17-25 
Superoxide (radical) ions 
hydroxyl radical production 625-628 
Synctiotrophoblast 
ferritin 763-769 


Tendon 
collagen synthesis 
procollagen synthesis 
Thiol-specific reagents 
calcium ion efflux 455-464 
Thyroid homones 
glucose metabolism 565-575, 577-584, 585-592 
nuclear receptors 371-375, 377-382 
uptake and binding by liver cells 473-491 
Thyroxine 
calcium ion efflux 455-464 
Tracheal explants 
hyaluronate synthesis 


311-316 
81-93 


707-716 
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Transcription 
chick Miillerian-duct chromatin 257-269 
Transferrin 
ion release from 
Translation 
procollagen messenger RNA _ 81-93 
amino acid 27-32, 237-239, 295-300, 697-705 
glutamine 295-300 
haem 47-54 
lactose/proton 687-696 
monosaccharide 503-508 
ribonucleoprotein 811-819 
sodium-ion-dependent 295-300 
sulphate ion/sodium ion 223-229 
thyroid hormone 473-491 
Trasylol 
insulin degradation 249-251 
Tri-iodothyronine 
nuclear receptors 371-375, 377-382 
protein synthesis 651-654 
uptake and binding by liver cells 


117-125 


473-491 


Uridine 
RNA synthesis 677-686 

Uridine diphosphate glucose dehydrogenase 
secretin 881-884 

Uridine kinase 
development 
neoplastic tissues 

Uridine nucleotides 
compartmentation 677-686 

Uterus 


711-778 
71-778 


oestrogen receptor 241-243 
Valine 
microbial catabolites 609-611 


Vas deferens 
phosphatidylinositol metabolism 669-676 
Vasopressin 
phosphatidylinositol metabolism 661-668 
Vesicles, see Membrane vesicles 
Vicia cracca 
lectin 633-635 
Villus cell membrane 
glycoproteins 203-212, 213-221 
Vitamin D 
deficiency and bone formation 429-435 
determination 55-69 
hydroxylation 1-9 
metabolites 55-69 
Vitamin D3, see Cholecalciferol 


Xenobiotics 
mono-oxygenase induction 317-327 


Yeast 
mitochondrial protein synthesis 195-202 
mitochondrial proteinases 195-202 
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